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•  The definition of molecular basis of MDS is expected to improve  
diagnosis, prognostic assessment and clinical decision-making 

•  At least three distinct genetic subtypes may account for unique MDS/
AML clinical phenotype: secondary-type AML (including patients 
carrying mutations in MDS-related genes), TP53-mutated AML, and de 
novo AML. 

•  Mutation screening may affect clinical decision making in 
transplantation (TP53 mutations are associated with a high probability 
of disease relapse) 

•   Accounting for these genetic lesions may improve the prognostication 
precision in clinical practice and in designing clinical trials. 
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