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Dhodapkar
Bone marrow microenvironment and MM progression



THE IMMUNE SYSTEM: Interaction between plasma cells and the 
host immune system 



THE IMMUNE SYSTEM: Role in SMM progression to MM



Dhodapkar
The Dark Side: microenvironment-mediated regulation and evolution in MM 



Dhodapkar
Progressive growth of asymptomatic monoclonal gammopathies in humanized mice



Dhodapkar
Attrition of “stem-like” and marrow-resident memory T cells and accumulation of terminal 
effector T cells from MGUS to MM



Dhodapkar
Enrichment of stem-like/marrow-resident T cells is associated with myeloid signature of TLR-
mediated activation and correlates inversely with bone marrow DKk-1 levels



Bryant
T-cells



T-cells

#FP-078
Activated and Bone-marrow Resident Treg Alterations Underlie Malignant 
Transformation from MGUS to Multiple Myeloma
Authors: Slavica Vuckovic et al (Australia)
The use of mass cytometry revealed two discrete subsets of CD39-Treg which
are discordant in MGUS and NDMM patients. These subsets may be
permissive of plasma cell growth and thus play a role in malignant
transformation from MGUS to myeloma, which warrants further study.
Understanding the regulatory properties of these Treg subsets may have
diagnostic and prognostic significance in MGUS and MM, including the
definition of risk in smoldering MM, as well as therapeutic implications.



Ghobrial



Cho
High dimensional profiling of the immune microenvironment in SMM



Cho
High dimensional profiling of the immune microenvironment in SMM



Zavidij
Single-cell RNA sequencing reveals compromised immune microenvironment in precursor stages 
of MM



Mesenchymal stromal cells 

#FP-062
TLR4 signaling drives mesenchymal stromal cells (MSC) commitment to promote tumor microenvironment transformation in
multiple myeloma
Authors: Giallongo C., et al (Catania, Italy)
TLR4 signaling plays a key role in MSC transformation by inducing a protumor phenotype associated with a permissive
microenvironment that circumvents the immune response and allows a better tumor engraftment.



Angiogenic cytokines

#FP-064
A prospective study of circulating chemokines and angiogenesis markers and risk of
multiple myeloma and its precursor
Authors: Jonathan Hofmann, et al (USA, Ireland)
Our prospective findings provide new insights into mechanisms involved in MM
development and suggest that systemic angiogenesis markers could potentially improve
risk stratification models for MGUS patients.



Adipocytes

#FP-058
A New ‘Vicious Cycle’: Bidirectional Interactions Between Myeloma Cells and Adipocytes
Authors: Heather Fairfield Campbell, Mariah Farrell, Carolyne Falank, Amel Dudakovic, Samantha Costa, Victoria
DeMambro, Jessica Pettitt, Andre J. van Wijnen, Michelle McDonald, Michaela Reagan (USA, Australia)
MM-adipocytes exhibit a "senescent-like" phenotype in vitro that may explain their support of MM cells.

#FP-054
Excessive abdominal fat content indicates poor prognosis in patients with newly diagnosed multiple myeloma
Authors: Li Bao, Yutong Wang (China)
NDMM patients had higher abdominal fat content but lower adipokine levels than healthy people. Excessive
subcutaneous fat might be a predictive factor for high tumor burden and poor treatment response. Visceral fat content
may be correlated with high-risk cytogenetic abnormalities.
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